. ANO4 qPCR validation of microarray findings performed on LCM samples from ZG, ZF and APAs of 7 patients with phaeocromocytoma, 7 patients with KCNJ5 mutant, and 7 patients with KCNJ5 wild-type APAs. Results are expressed as Mean and S.E.M of 2^-dCT .
Figure S2
: IHC of ANO4 and CYP11B2 in serial sections from adjacent normal cortex in a patient with phaeocromocytoma (4X and 10X magnification in the insert). Compared to ANO4, CYP11B2 staining is more patchy and localised in APCCs while ANO4 is expressed homogenously in the ZG and does not show any correlation with CYP11B2 expression.
Figure S3:
Immunofluorescence staining for transfected ANO4 in H295R cells. WGA (red) corresponds to cell membrane, GFP (green) corresponds to transfected ANO4, and 4ʹ, 6-diamidino-2-phenylindole (DAPI, blue) stains nuclear DNA. GFP-tagged ANO4 appears to localize in the cytoplasm. Figure S5 : Effect of ANO1 and ANO4 overexpression in H295R cells on AngII stimulated CYP11B2 mRNA expression. CYP11B2 mRNA in basal conditions was 2, and 2.7-fold higher vs. controls in ANO1 and ANO4 respectively. CYP11B2 mRNA expression in response to AngII was 14.6, 20.7, 37.7-fold higher in comparison to basal controls in VE, ANO1 and ANO4 transfected cell, respectively. Ang II stimulated CYP11B2 mRNA expression was significantly higher in ANO1 and ANO4 vs. stimulated VE (* P<0.05). 
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